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<210> 1 
<211> 14 
<212> PRT 

<213> artificial Sequence 
<220> 

<223> Peptide 
<400> 1 

Gly Cys Met Val Glu Lys Met Met Tyr Asp Gin Arg Gin Lys 
15 10 



<210> 2 

<211> 15 

<212> PRT 

<213> artificial Sequence 
<220> 

<223> Peptide 

<400> 2 

Asn Gly Ser Leu Asp Ser Pro Gly Lys Gin Asp Thr Glu Glu Asp 
1 5 10 .15 



<210> 3 

<211> 24 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 3 

ttctgttcgt ctgaagttgg cage 24 



<210> 4 
<211> 24 
<212> DNA 
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<213> artificial Sequence 



<220> 

<223> Oligonucleotide 
<400> 4 

caatgaagtg aaggtggagg agag 2 4 



<210> 5 

<211> 38 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 5 

aaggtaccaa gatggactcc ccagggaagc aggatact 38 



<210> 6 

<211> 32 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 6 

aaggatccaa gaaagttggg tggttgcagc tc 32 



<210> 7 

<211> 20 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 7 

gaaagtcgga ggttcgaaga 20 



<210> 8 

<211> 20 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 8 

accaactaag aacggccatg 20 



<210> 9 

<211> 24 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 9 

agcaacatgc cgtcgaaccg ctcc 24 
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<210> 10 

<211> 24 

<212> DNA 

<213> artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 10 



ggagcggttc 


gacggcatgt 


tgct 


<210> 11 

<211> 1281 

<212> DNA 

<213> Homo sapiens 




<400> 11 
ctagagtgca 


gagctccggg 


acgtggatcg 


aggagcggtt 


cgacggcatg 


ttgctggcca 


agcttgtgaa 


caccttcttc 


agcttccttc 


aagaagggat 


ggcagagaag 


cttatcacac 


agaagacccg 


gcgggagaag 


agagcccggc 


gggcggccag 


actggccaag 


gaagccaagt 


taactgatga 


agaggcagag 


aggctgcagc 


atcatgaggc 


ccagctcaag 


aacggcagcc 


aagatgagga 


ggaagatgag 


aaggacaaag 


cagacctgcc 


caattaccgc 


tggacccaga 


tctgtgtgaa 


cttccggctg 


aaagggaagg 


tccgggtggg 


gctcaagggg 


cagccagcga 


aggtggagga 


gagctcgtgg 


ctcattgagg 


agatcaataa 


gatggagtgg 


tggagccgct 


agaagattaa 


ccctgagaat 


tccaagctgt 


tggaaaagat 


gatgtatgac 


cagcgacaga 


agaagaaaca 


ggagattctg 


aagaagttca 


aggctaaatt 


caactagccc 


ctgttttttc 


cacccaactt 


tctttcccac 


tcttctctgg 


atgggactgg 


cccaggcaca 


caggtcccgg 


cttgtcctcc 


ccagttggcc 


tactgttaca 


aaaaaaaaaa 


aaaaaaaaaa 


a 



<210> 12 

<211> 331 

<212> PRT 

<213> Homo sapiens 



24 



gagccggcgc gatgggcgga gagcaggagg 60 

tggctcagca gcacgagggc ggcgtgcagg 120 

gacgcaaaac agactttttc attggaggag 180 

agactttcag ccaccacaat cagctggcac 2 40 

aggaggccga gcggcgggag aaggcggagc 300 

cagagacctc agggccccag atcaaggagc 3 60 

tagagattga ccagaaaaag gatgcagaga 420 

ttgactcccc agggaagcag gatactgagg 480 

gaaaactgaa gcccaaccta ggcaacgggg 540 

ccctgtcgga gctggacctg gcggtccctt 600 

acatggtggt ggacatccag cggcggcacc 660 

tcattgatgg ggagctctac aatgaagtga 720 

acggcaaggt ggtgactgtg catctggaga 780 

tggtgtccag tgaccctgag atcaacacca 840 

cagacctgga cagtgagact cgcagcatgg 900 

agtccatggg gctgccaact tcagacgaac 960 

tggatcaaca tccggagatg gatttttcca 1020 

ctccctgaac tcttggggct gagctgcaac 1080 

gacttgtggg cctcagggct tggggcaggc 1140 

ggcatcagga gaaaggctgg gtcttgggac 1200 

cattaaaacg atttgcccag ctcaaaaaaa 1260 

1281 
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<400> 12 



Met Gly Gly Glu Gin Glu Glu Glu Arg Phe Asp Gly Met Leu Leu Ala 
15 10 15 



Met Ala Gin Gin His Glu Gly Gly Val Gin Glu Leu Val Asn Thr Phe 
20 25 30 



Phe Ser Phe Leu Arg Arg Lys Thr Asp Phe Phe lie Gly Gly Glu Glu 
35 40 45 



Gly Met Ala Glu Lys Leu lie Thr Gin Thr Phe Ser His His Asn Gin 
50 55 60 



Leu Ala Gin Lys Thr Arg Arg Glu Lys Arg Ala Arg Gin Glu Ala Glu 
65 70 75 80 



Arg Arg Glu Lys Ala Glu Arg Ala Ala Arg Leu Ala Lys Glu Ala Lys 
85 90 95 



Ser Glu Thr Ser Gly Pro Gin lie Lys Glu Leu Thr Asp Glu Glu Ala 
100 105 110 



Glu Arg Leu Gin Leu Glu lie Asp Gin Lys Lys Asp Ala Glu Asn His 
115 120 125 



Glu Ala Gin Leu Lys Asn Gly Ser Leu Asp Ser Pro Gly Lys Gin Asp 
130 135 140 



Thr Glu Glu Asp Glu Glu Glu Asp Glu Lys Asp Lys Gly Lys Leu Lys 
145 150 155 160 



Pro Asn Leu Gly Asn Gly Ala Asp Leu Pro Asn Tyr Arg Trp Thr Gin 
165 170 175 



Thr Leu Ser Glu Leu Asp Leu Ala Val Pro Phe Cys Val Asn Phe Arg 
180 185 190 



Leu Lys Gly Lys Asp Val Val Val Asp lie Gin Arg Arg His Leu Arg 
195 200 205 



Val Gly Leu Lys Gly Gin Pro Ala lie lie Asp Gly Glu Leu Tyr Asn 
210 215 220 



Glu Val Lys Val Glu Glu Ser Ser Trp Leu lie Glu Asp Gly Lys Val 
225 230 235 240 



Val Thr Val His Leu Glu Lys He Asn Lys Met Glu Trp Trp Ser Arg 
245 250 255 



Leu Val Ser Ser Asp Pro Glu He Asn Thr Lys Lys He Asn Pro Glu 
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*3 

260 265 



270 



Asn Ser Lys Leu Ser Asp Leu Asp Ser Glu Thr Glu Ser Met Val Glu 
275 280 285 



Lys Met Met Tyr Asp Gin Arg Gin Lys Ser Met Gly Leu Pro Thr Ser 
290 295 300 



Asp Glu Gin Lys Lys Gin Glu lie Leu Lys Lys Phe Met Asp Gin His 
305 310 315 320 



Pro Glu Met Asp Phe Ser Lys Ala Lys Phe Asn 
325 330 



<210> 13 
<211> 332 
<212> PRT 

<213> Rattus rattus 
<400> 13 

Met Gly Gly Glu Gin Glu Glu Glu Arg Phe Asp Gly Met Leu Leu Ala 
15 10 15 



Met Ala Gin Gin His Glu Gly Gly Val Gin Glu Leu Val Asn Thr Phe 
20 25 30 



Phe Ser Phe Leu Arg Arg Lys Thr Asp Phe Phe lie Gly Gly Glu Glu 
35 40 45 



Gly Met Ala Glu Lys Leu lie Thr Gin Thr Phe Asn His His Asn Gin 
50 55 60 



Leu Ala Gin Lys Ala Arg Arg Glu Lys Arg Ala Arg Gin Leu Thr Glu 
65 70 75 80 



Arg Arg Glu Lys Ala Glu Arg Ala Ala Arg Leu Ala Lys Glu Ala Lys 
85 90 95 



Ala Glu Thr Pro Gly Pro Gin lie Lys Glu Leu Thr Asp Leu Lys Ala 
100 105 110 



Glu Arg Leu Gin Leu Glu lie Asp Gin Lys Lys Asp Ala Glu Asn His 
115 120 125 



Glu Val Gin Leu Lys Asn Gly Ser Leu Asp Ser Pro Gly Lys Gin Asp 
130 135 140 



Ala Leu Leu Glu Glu Asp Glu Glu Asp Glu Lys Asp Lys Gly Lys Leu 
145 150 155 160 



Lys Pro Asn Leu Gly Asn Gly Ala Asp Leu Pro Asn Tyr Arg Trp Thr 
165 170 175 
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Gin Thr Leu Ser Phe Leu Asp Leu Ala Val Pro Phe Arg Val Ser Phe 
180 185 190 



Arg Leu Lys Gly Lys Gin Val Val Val Asp lie Gin Arg Arg His Leu 
195 200 205 



Arg Val Gly Leu Lys Gly Gin Ala Pro Val lie Asp Gly Glu Leu Tyr 
210 215 220 



Asn Glu Val Lys Val Glu Glu Ser Ser Trp Leu lie Glu Asp Gly Lys 
225 230 235 240 



Val Val Thr Val His Leu Glu Lys lie Asn Lys Met Glu Trp Trp Asn 
245 250 255 



Arg Leu Val Thr Ser Asp Pro Glu lie Asn Thr Lys Lys lie Asn Pro 
260 265 270 



Glu Asn Ser Lys Leu Ser Asp Leu Asp Ser Glu Thr Arg Ser Met Val 
275 280 285 



Glu Lys Met Met Tyr Asp Gin Arg Gin Lys Ser Met Gly Leu Pro Thr 
290 295 300 



Ser Asp Glu Gin Lys Lys Gin Glu lie Leu Lys Lys Phe Met Asp Gin 
305 310 315 320 



His Pro Glu Met Asp Phe Ser Lys Ala Lys Phe Asn 
325 330 



<210> 14 

<211> 202 

<212> PRT 

<213> Aspergillus nidulans 

<400> 14 

Met Ser Glu Gin Glu Pro Ser Ser Ala Asp Leu Ala Ala Arg Glu Ala 
1 5 10 15 



Glu Glu Lys Gin Arg Lys Ala Ala Glu Glu Ala Glu Gin Ala Thr Leu 
20 25 30 



Pro Tyr Lys Asn Thr Gin Thr lie Arg Asp Val Asp Val Phe Thr Thr 
35 40 45 



lie Pro Val Ser Ala Asn Leu Lys Gly Arg Asp Leu Asp Val Val Leu 
50 55 60 



Lys Lys Asp Ser lie Lys Val Lys Val Lys Gly Glu Asn Gly Glu Val 
65 70 75 80 
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Phe lie Asp Gly Gin Phe Pro His Pro lie Lys Pro Ser Glu Ser Ser 
85 90 95 



Trp Thr Leu Glu Thr Thr Ser Lys Pro Pro Phe Thr Gly Lys Glu Val 
100 105 110 



Ser lie His Leu Asp Lys Val Asn Gin Met Glu Trp Trp Ala Met Val 
115 120 125 



Val Thr Thr Ala Pro Lys lie Asp Val Ser Lys lie Thr Phe Glu Asn 
130 135 140 



Ser Ser Leu Ser Asp Leu Asp Gly Glu Thr Arg Ala Met Val Glu Lys 
145 150 155 160 



Met Met Tyr Asp Gin Arg Gin Lys Glu Met Gly Ala Pro Thr Ser Asp 
165 170 175 



Glu Gin Arg Lys Met Asp lie Leu Lys Lys Phe Gin Lys Glu His Pro 
180 185 190 



Glu Met Asp Phe Ser Asn Ala Lys lie Gly 
195 200 



<210> 15 
<211> 93 
<212> PRT 

<213> artificial Sequence 
<220> 

<223> Consensus Sequence 
<400> 15 

Ser Phe Asp Glu Lys Glu Ala Leu Pro Tyr Asn Thr Gin Thr Asp Val 
15 10 15 



Leu Lys Gly Asp Val Val Lys lie Asp Gly Lys Glu Ser Ser Trp Glu 
20 25 30 



Gly Lys Val His Leu Lys Asn Met Glu Trp Trp Val Pro lie Lys He 
35 40 45 



Pro Glu Asn Ser Leu Ser Asp Leu Asp Glu Thr Arg Met Tyr Glu Lys 
50 55 60 



Met Met Tyr Asp Gin Arg Gin Lys Met Gly Pro Thr Ser Asp Glu Gin 
65 70 75 80 



Lys He Leu Lys Lys Phe His Phe Glu Met Asp Phe Ser 
85 90 



<210> 16 
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<211> 12 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (9).. (9) 

<223> X=Any Amino Acid 



<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> X=Any Amino Acid 



<400> 16 

Met Val Glu Lys Met Met Tyr Asp Xaa Arg Xaa Lys 
15 10 
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